Two patterns were found in the Cl4 distribution of the E. coli amno
acids fromtracer expts. with Cl4®2, Cl14H3COOH, CH3Cl140CH, aspartic acid
(1) and glutamc acid (I1), both Cl4-uniformy |abeled, and
1-Cl4-glutamic acid. The one famly with the specific activity pattern
like (1) included diam nopinelic acid (I11), lysine (1V), threonine (V),
i sol eucine (M), and methionine (VII). The other fam |y which foll owed
the pattern of Il was proline (VIIl) and arginine (IX). The distinction
was al so shown in the |location of the isotope within the nols. of each
menber. Cl4-VIII was incorporated into the bacterial protein but was not

converted to Il or X Asimlar result was obtained for Cl4-1X  \Wen

cold glutam c-y-seni al dehyde was added to the Cl4-glucose medi um

no Cl4 was found in the bacterial VIII, whereas all other bacterial am no
acids were radioactive. Fromvarious expts., it was proposed that the
syntheses of VIII and | X was, resp., as: Il -

gl utam c-y-sem al dehyde - VIIl, and Il -

N-acetyl-11 - Na-acetylornithine - ornithine

- citrulline - IX and the relations of the menbers of
the | famly were as follows: IVl 111l

-honoserinetVll -V-a-

ket obutyric acid ta-am nobutyric acid |

-a-keto-B-nethylvaleric acid - VI. Yeast
(Torulopsis utilis), nmold (Neurospora crassa), and algae (Chlorella

pyrenoi dosa) behaved in certain aspects simlar to E. coli B.



